ABSTRACT Streptococcus parauberis strain SP-llh was isolated from cows with mastitis in western China in 2015. The 2,522,235-bp genome sequence consists of 46 large contigs in 14 scaffolds and contains 2,620 predicted protein-coding genes, with a GϩC content of 35.3%.
Groups (COG) (16, 17) , Nonredundant Protein (NR), Swiss-Prot (18), Gene Ontology (GO) (19) , and TrEMBL (18) databases.
The Streptococcus parauberis genome includes 2,522,235 bp and is composed of 2,620 predicted coding sequences (CDSs), with a GϩC content of 35.3%. Accession number(s). The genome sequence of Streptococcus parauberis SP-llh is available in GenBank under the accession number MLCP00000000. The version described in this paper is version MLCP00000000.1.
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